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Figure 6 



rllV-1 1^1K(^-1 z4/- i 1 J J . 
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(SEQ ID NO: 1) 


HIV-l LTR(-23/-14): 


5' 


-GCA GCT GCT T-3' 


(SEQIDN0:2) 


HIV-1 LTR (-95/-86): 


5' 


-OCT GGG GAG T-3' 


(SEQ!DN0:3) 


Human CCR5 (-70/-79): 


5' 


-AGG GTG GAG T-3' 


(SEQ IDN0:4) 


Human CCR5 (+7/+ 16): 


5' 


-GCT GAG ACA T-3' 


(SEQ IDN0:5) 



Docket No. 12279-002001 




Figure 7 

GCGT (optimal Zif 268-binciing site) 

5'-CCG GCGTGGGCG GCT GCGTGGGCG T GCGTGGGCG GACT GCGTGGGCG-3' (SEQ1DN0:6) 
3'-GCACCCGC CGA CGCACCCGC A CGCACCCGC CTGA CGCACCCGC AGCT-5 * (SEQIDNO:?) 



GAGC (HIV-1 LTR, -118/-115) 

5'-CCGGC GAGCGGGCG GTC GAGCGGGCG T GAGCGGGCG GATC GAGCGGGCG-3' (SEQ ID N0:8) 

3'-G CTCGCCCGC GAG CTCGCCCGC A CTCGCCCGC CTAG CTCGCCCGC AGCT-5 ' (SEQIDN0:9) 



GCTT (HIV-1 LTR, -17/-14) 

5'-CCGGCT GCTTGGGCG GCT GCTTGGGCG T GCTTGGGCG GGCT GCTTGGGCG-3 ' (SEQIDNOrlO 
3'-GA CGAACCCGC CGA CGAACCCGC A CGAACCCGC CCGA CGAACCCGC AGCT-5 ' (SEQ ID NO: 1 1 



GACT (HIV-1 LTR, -89/-86) 

5'-CCG GACTGGGCG GGG GACTGGGCG T GACTGGGCG GAGG GACTGGGCG-3' (SEQ ID NO: 12 

3'-TGACCCGC CCC CTGACCCGC A CTGACCCGC CTCC CTGACCCGC AGCT-5' (SEQ ID NO: 13 



GAGT (Human CCR5, -76/-79) 

5'-CCG GAGTGGGCG GTG GACTGGGCG T GACTGGGCG GATG GAGTGGGCG-3' (SEQIDN0:14 
3'-TCACCCGC CAC CTGACCCGC A CTGACCCGC CTAC CTGACCCGC AGCT-5' (SEQIDNO:15 



ACAT (Human CCR5, +13/+16) 



5'-CCGG ACATGGGCG GAG ACATGGGCG T ACATGGGCG GAAG ACATGGGCG-3' (SEQ ID NO: 16 

3'-TGTACCCGC CTC TGTACCCGC A TGTACCCGC CTTC TGTACCCGC AGCT-5' (SEQIDNO:17 
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Figure 9 

E RPYACPVESC 
GGGTCGACC TTC CGG ACT GGC CAG GAA CGC CCA TAT GCT TGC CCT GTC GAG TCC TGC 



Sail 



BspEl 



Mscl 



DRRFSRSDELTRHI RIHTG 
GAT CGC CGC TTT TCT CGC TCG GAT GAG CTT ACC CGC CAT ATC CGC ATC CAC AC T GGC 

Msc\ 



Q K PFQCR ICMRNFSRSDHL 
CAG AAG CCC TTC CAG TGT CGA ATC TGC ATG CGT AAC TTC AGT CGT ACT GAC CAC CTT 



TTH I RTH TG E KPFACD ICG 
ACC ACC CAC A TC CGG A CC CA C ACC GGC G AG AAG CCT TTT GCC TGT GAC ATT TGT GGG 

BspEl SgrA] 

RKFARSDE RKRHTK IHLRQ 
AGG AAG TTT GCC AGG AGT GAT GAA CGC AAG AGG CAT ACC AAA ATC CAT TTA AGA CAG 



K D (SEQIDN0:21) 
AAG GAT CCG CGG GAA TCC (SEQIDNO:20) 

Sad I EcoR\ 



xvov 



» ♦ 1 
»p ♦ ** 



n : 



is: 



» ■ 



D3VD 




00 

CM 
M-l 
-H 
IS] 













Pi 


> 


is 








s 










Eh 


Q 






CO 


o 








CO 


> 


O 



siHgiesHd 




g 

I 



+ 



O 
0) 



Docket No. 12279-002001 




Figure 1 1 
CSNR: 

T G Q K PY KCK QCG K AFG C PS 
A GO GGG CAG AAA CCG TAG AAA TGT AAG GAA TGT GGG AAA GCT TTT GG A TGT CCC TCA 

-1 2 

NLRR/yGRT//TGEKPR (SEQIDNO:23) 
AAC C^rr CGA AGG CAT GGA AGG ACT GAG ACC GGG GAG AAA CCG CGG (SEQ ID NO:22) 
3 6 

HSNK: 

TG E KPY KCKECGKAFNHSS 
A CC GGG GAG AAG CCA TAG AAG TGT AAG GAG TGT GGG AAA GCC TTC AAC CAC AGC TCC 

-1 2 

NFNK//HRI//TGEKPR (SEQIDNO:25) 
AAC TTC AAT AAA CAC CAC AGA ATG CAC ACC GGG GAA AAG CCG CGG (SEQ ID NO:24) 
3 6 

SSNR: 

TGE RPFECKECG KAFSSGS 
A CC GGG GAG AGG CCA TTT GAA TGT AAG GAA TGT GGG AAA GCC TTT AGT AGT GGT TCA 

-I 2 

NFTR/yQR I//TGEKPR (SEQIDNO:27) 
AAC TTC ACT CGA CAT CAG AGA ATT CAC ACC GGT GAA AAG CCG CGG (SEQ ID NO:26) 
3 6 



RDER: 

TGQK P YVC DVEGCTWKFAR 
A CC GGG CAG AAG CCA TAG GTA TGC GAT GTA GAG GGA TGT ACG TGG AAA TTT GCC CGC 

-1 

SDELNR//KKR//TGERPR (SEQIDNO:29) 
TCA GAT GAG CTC AAC AGA CAC AAG AAA AGG CAC ACC GGG GAA AGA CCG CGG (SEP ID NO:28) 
2 3 6 

QSTV: 

TG E R PYECNECG KAFAQNS 
A CC GGG GAG AGA CCT TAG GAG TGT AAT GAA TGC GGG AAA GCT TTT GCC CAA AAT TCA 

-1 2 

TLRV/yQR \ H T G E KPR (SEQIDN0:31) 
ACT CTC AGA GTA CAC CAG AGA ATT CAC ACC GGG GAA AAG CCG CGG (SEQ ID NO:30) 
3 6 



VSTR: 

TGE RPYECNYCG KTFSV SS 
A CC GGG GAG AGG CCT TAT GAG TGT AAT TAG TGT GGA AAA ACC TTT AGT GTG AGC TCA 

-I 2 

TLIRZ/QRI/ZTGERPR (SEQIDNO:33) 
ACC CTT ATT AGA CAT CAG AGA ATC CAC ACC GGG GAG AGA CCG CGG (SEQ ID NO:32) 
3 6 



